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Figure 1 



(A) Small ligand-Caspase Hetero-tetramer (after N- 
processirig) 



(B) Single-chain Fv (VL-VH format)- 
Caspase Hetero-tetramer 



(C> Caspase Hetero-tetramer- 

Single-chain Fv (VL-VH format) 



(D) Fab-(Heavy chain fusion) 
Caspase Hetero-tetramer 



(E) Caspase Hetero-tetramer 
Fab-(Heavy chain fusion) 
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Figure 1 (cont) 



(F) Ffab'^aspase heterotetramer 
Heavy chain fusion 



(G) Caspase helerotetfamer-F(ab')2 
Heavy chain fusion 



(H) IgG-Caspase heterotetramer 
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Figure 2 
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Figure 3 
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Figure 3 (cont) 
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Figure 3 (cont) 
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Figure 3 (cont) 
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1200 
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Figure 3 (cont) 
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AGTAGCAATCAAAAGATCTACTTGGCCTGGTACCAGCAGAAGCCAGGTAAGGCTCCAAAG 
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Figure 3 (cont) 
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2161 " 2206 
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TKSFNRGEC* * 



10/20 



Figure 4 
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Figure 5 
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CTGAATATGCCCCGAAGTTCCAGGGCAAGGCCACTTTTACTACAGACACATCCTCCAACA 
GACTTATACGGGGCTTCAAGGTCCCGTTCCGGTGAAAATGATGTCTGTGTAGGAGGTTGT 
TEYAPKFQGKATFTT DTSSN 
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CAGCCTACCTGCAGCTCAGCAGCCTGACATCTGAGGACACTGCCGTCTATTATTGTAATG 
GTCGGATGGACGTCGAGTCGTCGGACTGTAGACTCCTGTGACGGCAGATAATAACATTAC 
TAYLQLSSLTSEDTAVYYC N 
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Figure 5 (cont) 
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AGGGGACTCCGACTGGGCCGTACTACTTTGACTACTGGGGCCAAGGGACCACGGTCACCG 
TCCCCTGAGGCTGACCCGGCATGATGAAACTGATGACCCCGGTTCCCTGGTGCCAGTGGC 
EGTPTGPYYFDYWGQGTTVT 
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Figure 5 (cont) 
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Figure 5 (cont) 
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Figure 5 (cont) 
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Figure 5 (cont) 
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Figure 6 
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Figure 7 
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Figure 8 
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